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Abstract:Isozyme electrophoregrams of MDH, EST and a—AMY were investigated with 7 inbred lines of
Ampullaria gigas. The fixation indices of the population and genetic differential indices between
the lines were estimated at molecular level.A half diallel hybridization was made with the line in
order to estimate F1 heterosis for some important economic traits.The results showed that there was
a linear regression between F1 heterosis and the genetic differential index of its

parents. Therefor, F1 heterosis of a cross combination could be predicted by the index of its
parents. Finally, the thcoretical basis and influential factors the prediction were discussed
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