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of Isoenzyme in Culex pipiens complex Field Populations
Sampling from Distinct Area of China
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Wok H BRI E I MR AT Y 32 H

W2 RAACEU T Te M B Ik IR 7, XA T3 E 54 M8 EE I 524 (Culex pipiens complex) HFARf
RIREAE Z REMEBEI TR, 00T T 4B R G TN FER FE (ME. MDH-1. MDH-2. MDH-3. GPD. EST-2. EST-3) [{)ffi
Fokle dilEoR: (D BHEANAEEANFFEEREEL R (Hek0.098~0.41) 5 (2) BARKIEEKR # K

(Nm=0. 64) fFBEIEARR L EMEA, ERBH AR M BEfE S (Gst=0.303) , TR AN B 2 FE AR = 4
TR Z N (Hs/Dst=2) o (3) FEIBHAM B AL LM 8 TR BB B, (4) BRI pstfE—8o: Gt R E)
R AR B R, BRI S BATEN NS R . Abstract: Eight field populations of
Culex pipiens complex collected from five provinces (Guangdong, Henan, Shandong, Beijing and
Yunnan) in 2001 were used to study genetic diversity by starch gel electrophoresis. Data from seven
loci (ME. MDH-1. MDH-2. MDH-3. GPD. EST-2. EST-3) of four isozymes were analyzed by software
Biosys2.0 and FSTAT (Version 2.9.3). The results were as follows: (1) The values of He (from 0.098
to 0.41) indicated genetic variabilities of different degree in populations. (2) The low level of
gene flow (Nm=0.64) could not prevent

genetic drift to cause the gene differentiation between populations. The genetic diversity between
populations attributed to the genetic diversity of total populations is small (Gst =0.303), and the
great part is accumulated within populations (Hs/Dst=2). (3) The genetic structure of Culex pipiens
complex population was the isolation-by-distance model. (4) The genetic identity (or genetic
distance) revealed the scale of genetic differentiation between populations which related to the
collection sites
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