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Abstract

The present paper is concerned with genetic studies on Chinese families regarding
the Gm and Km allotypes and is meant to resolve the problem,how the haplotypes
are designated in Chinese population A total of 203 individuals from 35 Chinese
families of Han nationnality was examined for Gm(1),(2),(3),(5),(21), and Km(1)
FACTORS. Six different Gm phenotypes were identified and Gm<SUP>1,3;5</SUP>
GMmM<SUP>1</SUP>,Gm<SUP>1,2;21</SUP> and Gm<SUP>1;21</SUP> haplotypes
were proposed from the segregation patterns in the family data. These four Gm
haplotypes are commonly found among the Mongoloid populations. The random
distribution of Km(1) factor in various Gmphenotypes suggests that Gm and Km
factors are inherited independently.
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