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Genetic diversity in five scallop populations of the Japane
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Abstract The Japanese scall op(Patinopecten yesoensis) was introduced from Japan to Dalian i
nthe 1980 s. It has been cultured on large scale in this area. In this study genetic diversity of 5 g
ultured and natural populations of Japanese scallop were investigated by microsatellites. The 5 po
pulations were the population in Zhangzidao island (CC), the natural population in north area of th
e Yelow Sea (HQ), Japanese cultured population (JX), Russian population (RX) and albino pop
ulation collected in Dachangshan island (ZB). HQ is a natural population which has been collecte
dinnorth areaof Yellow Seain 2005. A specific genetic marker was found in this population. Thi
rty individuals from each population were analyzed. Amplifications were performed in a PCR reag
tor with 8 microsatellite loci, tested by agarose gel eletrophoresis and analyzed by gel analysis soff]

ware. In this study 45 aleles were obtained. The number of alleles of each locus ranged from 3 t
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09, and alele size ranged from 100 to 340bp. The mean number of effective dleles (a,) was 3.1

535 and the number of genotypes ranged from 3 to 21 in each locus. PIC (Polymorphism Inform
ation Content) per locus ranged from 0.0322to 0  5944. The average observed heterozygosit
y (H,) for the five populations was 0.3292, 0.3048, 0.3167, 0.2708 and 0 3042, respectivel

y. The average expected heterozygosity (H,) for the 5 populations was 0.4595, 0.4002, 0.383

8,0 3620 and 0.3885, respectively. The differencein genetic diversity among the 5 population
sisnot significant. According to their genetic similarity (I) and genetic distance (D), we found tha
t the genetic distance between CC and HQ was the least, followed by that of JX and RX. The dis
tance between ZB to JX and RX were both closer than those of CC and HQ. The P value test o




f Hardy-Weinberg equilibrium showed that the populations departed from Hardy-Weinberg equili
briumin some loci. All 5 populations showed the absence of heterozygosity. The results of the F-t
est suggested high genetic differentiations among the 5 populations, and mainly due to individual di
fference.
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