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The genetic diversity and phylogenetic differentiation an
alysis on two subspecies of Otis tarda
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Abstract Otistardaislisted asafirst-rating protected bird in China, which has two subspecie

s, O. t. tardaand O. t. dybowskii. The genetic diversity and phylogenetic differences between th
e two Otis tarda subspecies were analyzed by the mtDNA control region method that on behalf o
f the maternal genetic character and the microsatellite method that on behalf of parental genetic ch
aracter. The number of haplotype, JI, 6 and K of O. t. tarda are higher than those of O. t. dybow
skii among three sequences of mtDNA control region (CtrlaL/CtrlloH. L438/H772 and LCR2
a/HCRS8), and significantly higher than the population in the northwest of Songliao Plain. The num
bers of aleles, Ho and He of O. t. dybowskii are lower than those of O. t. tarda among three mi
crosatellites (Otmic08, Otmicl6 and Otmic26). Therefore, the genetic diversity of O. t. dybowski
I isobviously lower than that of O. t. tarda. The two subspecies are located at two phylogenetic b
ranches, which confirmed that the phylogenetic relationship between two subspecie.Moreove

r, O. t. tarda has much more phylogenetic branches than O.t. dybowskii.
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