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中国啤酒大麦品种RAPD标记的遗传多样性分析 

张大乐,  石永春,  李锁平*

河南大学生命科学学院, 开封, 475001 
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摘要    
中文摘要：采用RAPD技术对中国38个啤酒大麦品种的遗传资源进行了聚类分析.结果表明:从筛选出的28
个有多态性的随机引物中,共扩增出153条谱带,其中91条谱带具有多态性,占59.4%.每个引物可扩增出1～8
条多态性谱带,平均3.3条.聚类分析表明,在遗传距离GD值0.27水平上38个啤酒大麦品种可聚成两大类,下分5个亚类.
品种间遗传距离GD变幅为0.009 52～0.378 46.RAPD标记揭示出这38个啤酒大麦品种遗传变异较小,
遗传基础比较狭窄. 
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Genetic Variation Analysis by RAPD of Beer Barley in China

ZHANG Da-Le,  SHI Yong-Chun,  LI Suo-Ping*

College of Life Sciences, Henan University, Kaifeng 475001，China 

Abstract   The genetic relationships among 38 genotypes of beer barley from China were investigated by RAPD.The 
results showed that 28 arbitrary primers produced 153 distinctive bands in total and 91 of them were found to be 
polymorphic,which accounted for 59.4%.Each primer could amplify 1 to 8 polymorphic bands with an average of 3.3 
bands.Cluster analysis showed that 38 beer barley could be classified into 2 groups at the level of GD 0.27,which were 
respectively classified into 5 subgroups again.The GD varied from 0.009 52 to 0.378 46. Most beer barley had showed 
certain regular distribution in every subgroup.The results indicated that the genetic basis of them was rather narrow.
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