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Plant expressed sequence tags (EST) project is a new research area in plant genome. By a single pass large scale sequencing of cDNA lib
raries, ESTs can be acquired and used to analyze gene expression, organization, construction. Some kinds of plant genome projects, the major
research in plant EST project, the fuction of bioinformatics in EST analysis, dbEST and inquiry service, some problems in EST research are di
scussed.
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