A (2003) 19(2), 161-166

PDF 3CA%

A FH Fr 81 o2 5 R iy 2= i D ik e 3 X S5 DNASS 5 3
SRRV

PP Py AL EPEN]L EERTE . Rfl. i
IRFREO T AW 7 o7 B K SR &

NDF1. IPF1RIHNF4 & 5 5 22 35 K R A O IDNAZE & 2 1, 1l ek LB SWISSPROT £ 1 i 5 e A28 /L.
KX =Pz R IR — 7). BARFNgE Rk, RIILEE AL, AR S R Es M FIThREfr R &, HEDIX
WEDNALE A 15 1 5 2 3L R 45 A IR R TR AIAHL; MGenBankAZ TR S0 HE FE P3R4 A5, /NELL R BB S Z2DNAJT
51, HClustalWbi = #Promoter X IZ H IR 75, Wonf —BUZHIRTHE AL,  [RIE 48 22 TRANSFACHE DA #% 5%
BAEFEHPNDEL, TPFIRTHNFASR FIAZ IR &5 A7 0, R IAZ IR LE X R 57 1138 73 7 41 5 TRANSFACH U 2 P 1K — AN s [A]
FHIDNAGE S AL 05— 5, Sy Ah— SR PR R 5T 13 41 vl BE A JLAth R SIDNASE &5 25 A I 25 5 A i o IXFIAZ IR 71 LE X et 4y
Oy AR S T ARG UE R ) 2R DNALE A B L S AZ IR I &5 B i B 4t 1 1y 5y s i g v

TO FIND NUCLEOTIDE BINDING SITES OF DBPS BY
COMPARING THE PROMOTER SEQUENCES OF INSULIN
GENE

There were several DNA binding proteins (DBPs) related to insulin gene expression, such as NDFI,
IPF1 and HNF4. The structures of three DBPs was homologous by comparing the amino acid sequences,
motifs and domains of human, mouse and rat in SWISSPROT protein database. According to the
relationships between structure and function of protein, it was supposed that the nucleotide binding
sites of DBPs were similar in the promoters of insulin gene. The DNA sequences of human, mouse and
rat were obtained in GenBank nuclear database. The ClustalW program of multiple alignment was used
to compare nucleotide sequences of the three mammals. It showed that there were some similar
sequences in the promoters of insulin gene. In the meanwhile, the nucleotide binding sites of NDFI,
IPF1 and HNF4 were searched in the TRANSFAC gene regulation database. The conservative nucleotide
sequences were found between the promoters alignment of insulin gene and the nucleotide binding
sites of DBPs in the TRANSFAC database. Some other conservative nucleotide sequences in the
alignment were perhaps the binding sites of unknown proteins. This device of sequences alignment
offered a simple and applicable method to find and confirm the nucleotide binding sites of DBPs in
the molecular biology experiments.
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