
 
 
遗传    2005 27 (3): 343-348    ISSN: 0379-4172   CN: 11-5450/R  

 

研究报告 扩展功能 

本文信息

 Supporting info

 PDF(0KB)

 [HTML全文](0KB)

 参考文献

服务与反馈

 把本文推荐给朋友   

 加入我的书架 

 加入引用管理器

 复制索引

 Email Alert 

 文章反馈

 浏览反馈信息

相关信息

  本刊中 包含“聚合酶链反应”的 
相关文章 
本文作者相关文章 

· 贾振军  

· 吴 谨  

· 李 慧  

· 侯一平  

· 张伟娟  

· 周雪平  

· 邓建强  

· 石美森  

· 张 霁  

· 李英碧  
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摘要  为了解中国人5个STR基因座等位片段结构特征，获得汉族群体D2S2955、D3S4014、D20S604、D22S689和
GATA198B05基因座的群体遗传学数据。采取成都地区无血缘关系汉族个体血样EDTA抗凝血。Chelex法提取DNA，
PCR扩增，非变性聚丙烯酰胺凝胶不连续缓冲系统水平电泳分型，自动激光荧光测序仪测定DNA序列。序列分析显
示，中国人D2S2955、D3S4014、D20S604基因座具有简单重复序列，而D22S689、GATA198B05基因座具有复杂重复
序列。5个STR基因座在成都汉族群体中均具有遗传多态性。揭示了我国汉族人群5个STR基因座的等位基因片段结
构特征，为人类群体遗传研究提供了数据，建立的不连续缓冲系统水平电泳分型方法为检测这5个STR基因座提供
了简便技术。 
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  Abstract

  

To understanding the allele structure and genetic polymorphisms at five STR loci in 
Chinese Han population, and construct a preliminary database, EDTA-blood 
specimens were collected from unrelated individuals. DNA samples were extracted 
with Chelex method and were amplified by PCR technique. The PCR products were 
analyzed using both PAGE horizontal electrophoresis with discontinuous buffer 
system and automated fluorescence detection approach.  As a result, three STRs 
consist of simple repeat motifs, while two STR contain a complex repeat structure. 
The STR polymorphisms at all of the five loci have been observed in Chinese Han 
population. In a word, the obtained data are beneficial to understanding the 
population genetics of the five STR loci in Chinese Han population. As a simple 
approach, the PAGE horizontal electrophoresis can be employed for typing the five 
STR markers.
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