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Abstract:A portion of mitochondrial ND4 and cytochrome b gene of 3 species of erocodilian was
sequenced. Additional homologous sequences of Alligator mississippinisis from GenBank were aligned
together and compared with Cheloniamydas. The phylogenetic trees were reconstructed with the
neighbor-joining (NJ) algorithm.Alligator sinensis ismore related to Alligator mississippinesis
than others though the diversity of their mitochondrial ND4 gene reached 20.68% while Cyt b gene
14. 43%. It needs further study to determine the phylogenetic relationships of Alligatorsinensis and
Alligator mississi ppinisis.
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