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Mutation Study of Agtll DNA with LacZ Induced by ENU
ZVEQ WA, BRI, WA WU Tao, CAO Jia, QIAN Pin, YANG Ming—Jie
Department of Preventive Medicine, Third Medical Military University,
WeRi EL R B Rk AT Y B 1

W SRAENU(Z T REEAR) V5 TRREE I Agt1l DNA, ZiASNEMSE, HYE R B coli Y1090, 7EGE
YiX-gal, FHFHIIPTCHIERMERTFRIE LA, KINHALEIN Agt1l DNARR T MR R AR FG R T AL, EHILT 4
I “LacZ” BERNRAE ., Hi DL RPN (DMS0) a7, BAEE R4y 543, 5X10-3, 1. 6 X 10-3F15. 5X
10-4 I, MR RAERUIR AL, 1X10-3 3. 2X 10-3H15. 2X 10-3, DMSOWF 5%} HE FEAE A NJ<5. 0X 10-5 o FFENU
75T A BHIE S AR RIEAT T 18,  LAPCRF=HNAN, RAIEM ST, X PSR AR SE R LacZ HEAT T 3 20l
J¥s CEEI T 260bpya BB, RIL T O AT IR IESRAR . B S AR (2 A AT S (67%) « ¥k (11%) RIAS AL 5848
(22%) o Hi EELIA—>T, G—>CHh . RUT-FmsEne (C) 35 5 K AEZAE ((43%) o

Abstract To construct molecular mutation detective system of ADNA with LacZ, naked A gtll DNA was
treated with mutagen ENU (Ethylnitro sourea). The ENU-damaged DNA was added to Lambda packaging
extracts and the resulting phage were grown in host E.coli Y1090 on a selective plate containing
substract X—gal and inducer IPTG. Under these conditions, the results showed that the higher the
viability ratio was, the lower the frequency of clear—plaque mutants occured. In our study, when
survival ratios of the host cell survival ratio were 3.5X10-3. 1.6X10-3 and 5.5X10-4
respectively, the mutation ratio were 1.1X10-3. 3.2X10-3 and 5.2X10-3 accordingly, and the
mutation ratio by DMSO (negative control ) was below 5.0X10-5. 260 bases from ENU—induced LacZ
gene were subjected to DNA sequence analysis. There were several mutation sites: transversion (6,
67%), transition(l, 11%), frame shift (2, 22%) (both were insert mutation). Transversions mainly
consisted of A—T, G—C. Among the four bases, cytosine seemed to be more sensitive to ENU (43%).
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