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A STUDY ON BIOCHEMICAL GENETICS OF THE HEMOGLOBIN E
HOMOZYGOTE

Zing Yitaol) Liang Xu2) Huang Shuzhengl)Ling Guifang2) Zhou Xiadil) Tang Zhining2)

Abstract

This paper presents the results of a study of abnormal hemoglobin on a family of
Chuang ancestry in Guangxi region. Electrophoresis analysis reveals that the
abnormal hemoglobin is a slow-mowing one. Its electrophoretic mobility is the same
as that of HbA. From molecular hybridization and PCMB dissociation of the
hemoglobin, the B-chains of this hemoglobin are found to be abnormal.
Fingerprinting and amino acid analysis of the hemoglobin indicate that a structural
change has occurred andf26 glutamic acid is replaced by lysine (26 Glu—Lys)
known as HbE.

HbE is noted at least for two successive generations with 10 persons affected in
this family. Three of them are found to be HbE HOMOZYGOTES, with HbE quantity
being higher than 90%. The rest are of HbE heterozygotes. The occurrence of HbE
homozygote and the relation between geographic distribution of HbE and the origin
of Race Chuang are discussed.
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