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15 B 00 R R K+ 41 B 11 R (AIHAK L) 2 M7 R AR R AR R 055 5 (Aeluropus littoralis (Gouan) Parl)fsal, X F41
MCE FR M BB SR . 8 T8 TAIHAKLEE R KR IR WM, SCRER SN0 3 T AIHAKLIE R s ln gy e —

B K213 KOIUR I TR, 30 T IR TG 400 B 9 T IR M TATARICAAT 1, LUR el Kk gty " ICASURRAIA
WS AR SR T o T WIAIHAK L B 1 (R ThRE, #5515 GUSHE B A AL BRI # ApCAMBIAL301 I, B fekfigif G b AR
BRI G AKRE . S R R T GUS AL S UL 2 et 45 9L BRFERILAIHAK LR B T KRB IOML. 25, F ZEZ5 RN AMER IR Ik b NS A B ag
MHBIGUSHHTE. GUSHE It E /T B/RAIHAK LA 3 113 GUSRIATH EAR T 41 % 2 J3 3 T CaMV35S HlUbiquitin, (HILARIEFIZEEEM b Email Alert
GUSEHERTAT BT, EE B TR FBA A K IGUS I PE, S50 2 FIABA. T A I0VE 5 S5 M A AGUSHE He e

T, MR T% )8 5) 1-682 bpHIHSETGHHI-1 268 bpiIMybBSICIE AT A5 7E B ABARNIT 5% SRy ik i bl .

e o R S
Kbl BEF PRAEKHREIEE (I (HAKL) H3) 7ok R JE BT GUSHLZUL ¥ et - A
Abstract: The AIHAK1 gene encoding a high-affinity K+ transporter was isolated from Aeluropus littoralis (Gouan) b ARHE

Parl, a graminaceous halophyte, and plays a crucial role in nutrition and ion homeostasis in plant cell. To b E#

investigate the regulation role of AIHAK1 on the transcriptional level, an about 1.3 kb 5'-flanking region of the p

AIHAK1 gene containing a putative promoter was cloned by genome walking method. Cis-regulatory elements b ZEfME

analysis showed AIHAK1-promoter region contained typical TATA and CAAT boxes, and some growth and )

development relative motifs, as well as environmental responsive elements. To reveal the function and regulating
role, the AI-HAK1 promoter was fused to the B-glucuronidase (GUS) reporter gene in the pCAMBIA1301 vector and
introduced into rice via Agrobacterium-mediated transformation. Histochemical staining indicated that the GUS
expression directed by AIHAK1 promoter was observed in leaves, stems, roots, anther, lemma, and palea. GUS
quantitative fluorometric analysis indicated that GUS activity directed by AIHAK1 promoter was lower than
CaMV35S and Ubiquitin constitutive promoters; however, in the roots and stems the GUS activity was relatively
high and displayed a tissue-specific expression pattern. Under ABA, high temperature or drought stress, the GUS
activity directed by AIHAK1 promoter was inducible in the roots and stems, suggesting the elements of HSE (-682
bp) and MybBS (-1 268 bp) might play a role in the inducible regulation.

Keywords: Aeluropus littoralis, high-affinity K+ transporter gene (HAK1), promoter isolation, Cis-
regulatory elements analysis, GUS assays
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