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Abstract: It has been confirmed that the occurrence of plant disease is caused by the effector molecules

secreted by plant pathogens. The regulation effector gene expression is an important aspect in understanding of (R PP
the infection process. The nutritional status of cells has been postulated to be a vital role for effector gene b

expression. Studies have indicated that the induction of the same effecter genes during growth in vitro as those
during growth in planta under nitrogen-starved conditions. This showed that the nitrogen poor environment
existed in the early time of plant evolution. This paper describes the system in the pathogenesis of several fungal
pathogens and nitrogen in the process of gene expression effects from the results of several species by
comparing and contrasting the function of nitrogen regulatory genes, as well as by studying plants in vivo and in
vitro gene under nitrogen limitation inductive effect in order to reveal the effectiveness of nitrogen in the
development process of host plant disease is an important factor.
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