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Part of External Transcribed Spacer (ETS) Sequence of the Silkworm
Attacusricin irDNA
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Abstract

According to the results of gene localization,we have isolated the BamHI-Pstl
fragment of ETS (External transcribed spacer)mof rRNA gene of silkworm Attacus
ricini from a subclone pAR I1.The detailed restriction map of this fragment has been
analyzed by partial digestion method,and the nucleotide sequence of this fragment
has been analyzed from the BamHI 5'-end.From the 210 bp sequence obtained,it
revealed that,the restriction sites are all in good agreement with those by partial
digestion method,and four different short inverted repeats probably present within
this sequence.
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