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Resear ch on the Genetic Polymor phism in Crested 1bisby RMAPD
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Agricultura Molecular Biology, Yangling, Shaanxi 712100, China

Abstract

The genetic polymorphism of Yangxian artificially reared 43 crested ibises (Nipponia
nippon) was firstly investigated by RMAPD (random microsatellite amplify
polymorphic DNA) marker. The results showed that RMAPD was more stable and
polymorphic than RAPD. 2147 bands were amplified by 12 pairs of primers, of which
93 bands had polymorphisms. The band sharing frequency and the genetic diversity
index were 0.718 and 3.664, respectively, indicating that the genetic structure of
crested ibis population was simple and poor genetic variations existed in crested
ibis population in Yangxian. It is imperious to protect the genetic diversity of
crested ibis population.
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