Wifl 2007 29 (7): 837-843 ISSN: 0379-4172 CN: 11-5450/R

WFgTak st

OFfify Bt f0 153 4% 22 FF M N R 48 2k Ok R 1 Bl B AL 43 #r
WA, XAEE, S, XN, R

I ARIFE R 7K 2 e, L 524025

Wk F ) 2006-10-17 &[5l F # 2007-1-8 B 4% il % A I 41 2007-7-11 4% F #)

£

T 5256 == s B 13N A B i TR or FhRid, v B e oM B (A B, IS B fa L &R A B
1, Bl B, BT AR . RSB, A B, R A R RER SRR BT T e SRR R G K
HERARIIIHT. IR RER, 13N 2R IR B T 84NEAT LR, OFf A B £h rh (R T3 S5 ZE R 4L 7Y
ZEFEREEPIC) « P A A R (Ho) « PRI E E (He) A1 F-F4Hardy-Weinbergisi 44 fin 2545 21 (D) 43 )l 45
2.6975.38, 0.197670. 4267, 0.461570. 6239, 0.351070. 4754F10. 109770. 28362 [HIAFZY, B9 A7 B 10 (K118 4%
ZREVERRAL TP 2K o INTVEHEAT B0 MT AU 45 B O A BEAL 2y 3N 2 & SR BEfL KR B DAL RNy
AR, HANA. RAARATN-LWARAANRIY R, GIARIMA. BIA B R A BTk 535
R, UXRSHEILRMKRRBIL . AW SRR s auls G A i) I NA BT E .

Yol ZiBEfa BOVENRID BEEREE REREXR
ok

Microsatellite analysis of genetic diversity and phylogenetic rela-tionship of
nine species of grouper in genus Epinephelus
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Abstract

<P=>Thirteen microsatellite markers of Epinephelus awoara previously discovered by
our lab were selected to analyze the genetic diversity and phylogenetic relationship
of nine species of grouper (E. awoara, E. merra, E. fario, E. fasciatus, E.

lanceolatus, E. akaara, E. septemfasciatus, E. coioides and E. fuscoguttatus) from
South China Sea. The results showed that the number of total alleles of these 13
microsatellite loci was 84 in these fishes, the mean number of alleles ranged from
2.69 to 5.38, mean polymorphism information content (PIC) ranged from 0.1976 to
0.4267, mean observed heterozygosity (Ho) from 0.4615 to 0.6239, mean expected
heterozygosity (He) from 0.3510 to 0.4754 and mean Hardy-Weinberg departure
value (D) from 0.1097 to 0.2836, respectively. All of these indicated that genetic
diversity of the nine species of grouper was at a medium level. Two NJ
dendrograms showed that E. coioides, E. fuscoguttatus and E. lanceolatus were
grouped together, while E. awoara, E. akaara and E. septemfasciatus were in a
second group, and E. merra, E. fasciatus and E. fario were in a third group which
had a relatively closed relationship with the second group. The dendrograms could
also support a conclusion that Promicrops lanceolatus (E. lanceolatus) should be
included in genus Epinephelus.</P>
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