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EER R SHHEF RS E CANEEEDNA, ENEEREBSHEREERSE, FEEIEntEREaS ENERSRTI, SFKEEAT1 kbl AESRF
71, 50 bpE kbAIPZEESFS, LIE/ANTF50 bpaiEEERS. (BREEEREYF, XEESFIAEE IS ERS =205, AEEmsaIMSHIEHE
(IFIEFENLiE, 258 EHREERAREL. BiRE, 7T msh EEFEaFEREFEEEFFIREEAIEN, St EFERETBEIER
(SNVs/indels) FREEZ, EEFEFSFTUESKIFNARELEESMNSESF/ISEEEE, FEFRZM =Bl EEF7EE IR EIISNVs/indelsi#iT
E&toth. XESREE RIS EHEREYEESRERASESFrINERIR RS ISAIETS,

HT EsEiiER YRR SEERATRRENE, ZAFEELETT mshl ZEZ oM, FIESEEREZE (PacBio HiF) MIFEN T #iE7T mshl 235K
PARRESEEREAERNSEES (structural variants) |, SEREZTE (SNVs) LIEEATRSE (indels) =55, £F 7SUFERESESRI-SEHEEEE (B1) |
Foth 7SR SHERFERBESHRERINER. HiIFFEET TSRl ESFFEEAERISNVs/indelso BB, SBEENEIZHA

(crossover) #E3ZiE (non-crossover) BIRVEARE (B2) . SETEEERNFELD, AR AT MSH1 g8 ESRFICERFRAIENRVESR, fh, 1%
HFEHEN MSH1 FEASFE A sEErEERAIIMHREERASONFFIZERIEN, MESREEANERIREREERAHTNITERNRRz— (B3) . 1ZH5E
it TER I EERRRETHERAAIR, AEHEERETE, I EIEhEETEICTE.
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1 MSHI maintains the structural and sequence-level homoplasmy of mt/pt genomes
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2 Distinctive patterns of genome instabilitics in mi/pt genomes without MSHI
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3  Evolved versions of mt/pt genomes after MSHI restoration :
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