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A primary study of 16 strains in Keke Salt lake by ARDRA and phylogenetic analysis
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Abstract: Sixteen bacteria strains were isolated from Keke Salt lake,Qinghai,China.Their amplification of 16S

P e

rDNA and sequencing were performed.The 16S rDNA PCR products of the tested strains were digested by two

L. . . . . LETN Z
restriction enzymes (Afa I and Haelll) and the results showed that 12 strains of them displayed great diversity b RMEL

with their restriction patterns.Phylogenetic analysis revealed that most of these strains belong to six genera of by B
the family Bacillaceae:Halobacillus,Gracilibacillus,Amphibacillus,Virgibacillus,Bacillus and Salibacillus.In b AEREIE
addition,from the phylogenetic analysis KN4 may be a new genus and KN2,KN3 and KN16 are probably three new , &
F ARENE
3E 07

species.The results showed that there are probably many new microorganisms in the extreme environments and
Keke Salt lake harbours a diverse of microbials.

Key words: Keke Salt lake ARDRA phylogenetic analysis
WA H #1: 2002-12-09;
B4 Ut B BB BRI T EE ORI H 17 IR 2L T B (2001CCCO0600)

Sl ASC:
SERNLT, 94 AR W% 5 AT £h300 16 k4N 14 [ ARDRAGTE S R K TV L] = K22 R (AR EL#AR), 2003, 25(6): 541-544.

CHAI Li-hong,WANG Tao,CUI Xiao-long et al. A primary study of 16 strains in Keke Salt lake by ARDRA and phylogenetic analysis[J]. , 2003, 25(6): 541-
544.

BATA IS % 3R

BEAT AR B A SO 5 3Tk



IR © (BRRYFAR(ARTIEIR) ) ik i
AR R R g AR (BT AL s 2, 650091)
Hiif: 0871-5033829(f4H) 5031498 5031662 E-mail: yndxxb@ynu.edu.cn yndxxb@163.com




