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Abstract

<P> The purpose of this study was to explore the frequency of apolipoprotein A5
(<EM>APOA5</EM>) -<EM>1131T/C</EM=> polymorphism in Zhenjiang and its
effects on lipid metabolism and insulin resistance in type Il diabetes mellitus(DM)
patients. The genotypes of<EM> APOA5 -1131T/C</EM=> polymorphism were
determined in 152 healthy individuals and 71 type II DM patients by polymerase
chain reaction-restriction fragment length polymorphism (PCR-RFLP). Serum levels
of lipids, glucose and insulin in these subjects were also estimated by biochemical
methods. The frequency of the <EM>APOA5-1131C </EM=>allele in DM patients was
significantly higher than that of the control group (0.430 vs 0.296, <EM>P </EM>=
0.006). When compared with the<EM> TT</EM> genotype, <EM>CC
</EM>homozygotes had a significantly increased DM risk (<EM>0R</EM>=3.75,
95% <EM=>CI</EM=>: 1.57-8.92). In the DM group, the serum levels of triglyceride
(TG) of <EM>C</EM=> carriers (S<EM>TC</EM>+<EM>CC</EM>=>) were significantly
higher than those of non-C carriers (<EM>TT</EM>) (<EM>P</EM><0.01), and
serum levels of total cholesterol (TC) and low density lipoprotein cholesterol(LDL-c)
in subjects with the <EM>CC</EM=> genotype were also significantly higher than
those with the <EM>TT</EM> genotype (<EM>P</EM> < 0.05). However, there
was no significance in profiles of insulin resistance in various genotypes in both
groups. The APOAS single nucleotide polymorphism was associ-ated with serum TG
level in the population. The -<EM>1131C</EM> allele contributed to the increase of
serum levels of TG, TC and LDL-c and but had no effect on profiles of insulin
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resistance in DM patients. The <EM>APOA5 -1131C</EM=> allele may be associated
with increased susceptibility to type II diabetes mellitus. </P>
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