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摘要   

单核苷酸多态性(SNP)作为第三代遗传标记已经广泛用于基因作图、疾病相关性分析、群体遗传学及药物研究等领
域。 文中系统地介绍了目前国内外主要的SNP检测技术，任何一种SNP的检测方法都可将之看成由两部分组成，即
区分SNP位点的原理方法和数据的检测分析手段，文章对这两部分做了较详细的介绍，并对SNP检测技术的发展进
行了展望。 
Abstract :As the third generation of genetic markers SNPs（single nucleotide polymorphisms）has 
been used extentively in gene mapping,disease-correlativity analysis ,population genetics and drug 
research.Here methods for detection are reviewed.Most SNP genotyping are a combination of method 
for interrogating SNPs and analysis tecnique.It described both parts and give a outlook for 
detection.
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