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L ocalization of 18S and 6.5S Ribosomal RNA Genes on the Ribosomal
RNA Genes of Silkworm Attacusricini

Zheng Zhongcheng, Qian Xiaozhen, Yang Guanzhen, Zhong Aibao, Li Zaiping
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Abstract

The ribosomal RNA gene of silkworm Attacus ricini is found to be a multi-copy gene
with its repeated units arranged tandem.There are one 18 S,one 28S and one 5.8S
ribosomal genes in each repeated unit.The cloned rDNA,after digestion with several
restriction endonucleases and Southern transfer,was hybridized with 18S,28S and
5.8S rRNA's, while 18S and 28S rRNA's,after Northern transfer,were hybridized with
the restriction fragments of the cloned rDNA.The relative locations of the 18S and
5.8S ribosomal RNA genes on the rDNA unit are thus ascertained.
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