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Figure. Strucutural and functional analysis of Tazl, (A) Superposition of Tazlun with
TEFH domain structures indicates that Tazlyp 15 not structurally closely related with




TRFH. (B) Tazlyp is in surface representation and colored according to its
electrostatic potential. (C) Ribbon diagram of the Tazlpp dimer. (D) Southern blot
analysis of the telomere DNA length of the wild-tvpe, faz!D, fazi! 44 mutant, and
taz! 4R mutant strains. (E) Telomere end protection in Gl-arrested cells of the wild-
type, taziD), taz! 44 mutant, and fazf 4K mutant strains. (F) Southern blot analysis of
the telomere DNA length of the wild-tvpe, fazll), tazl [43IR, and tazl L4430
strains,
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