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Comparative Studies on Renaturation Kinetics of Alligator sinensis and
Alligator mississ-ippiensisand Their Organization of the Genomess*

Mo Xinguan, Wang Weixian, Shi Yingxian, Ma Lianke, Liu Liquan, Li Jansuo
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Abstract

The organization of genomes of A. Sinensis and A. Mississippiensis have been
examined, Both reassociation curves are very similar. There are only small fractions

of highly repetitive sequences in genomes. They contain about 30% moderately
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repetitive sequences that can be subdivided into three parts. The genome size is
5.65%109 for A. Mississippiensis. Both species are closely related at the molecular
level.
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