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DNA COMPUTING AND BIOLOGICAL MATHEMATICS

A new research area—DNA computing was introduced and some new view were put forward. The paper
relates mainly about to universal operations, the formal models, the universality and perfection, a
central mechanism of DNA computing—self assembly, and the complexity of self assembly etc. Moreover,
the result of self-assembly by DNA double strands can be generated from double strands corresponding
to the linear language was also proved.
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