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摘要  在增广NCⅡ设计中,当加性-显性效应或加性效应模型适合时,本文给出了阵列协方差(Wr)对阵列方差(Vr)
的遗传回归方程、Wr和Vr统计数的表达式和遗传参数的估算式,并用实例进行了分析估算。 
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  Abstract

  

<P><FONT face=Verdana>The genetic regression equations of covariance (wr) on 
variance (Vr) over arrays,the expressions of Wr and Vr statistics,and the estimate 
formulas of genetic parameters were given in this paper when an additive-
dominance or additive effect model fitted in the augmented NCII design.A worked 
example was used to illustrate the anylytical process.</FONT></P>
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