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摘要  以线性数学模型为线索,概述了用于构建数量性状基因图谱的几种主要统计方法,包括方差分析法、标记回
归法、区间作图法、复合区间作图法、Jansen的复合区间作图法、双侧标记回归法以及新近发展的多区间作图法
和多亲本作图法等.讨论了各种方法的优缺点. 
Abstract:Statistical methods for mapping QTLs were summarized, including one marker analysis, arker 
regression analysis,interval mapping (IM),composite interval mapping (CIM),Jansen's composite 
interval mapping, flanking marker regression analysis,multiple interval mapping (MIM) and multiple 
families mapping.Their advantages and disadvantages were discussed.
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