Vol.1 No.1

22 1
2009 3 JOURNAL OF NINGBO UNIVERSITY ( NSEE ) Mar. 2009
:1001-5132 2009 01-0044-04
1 1* 2 2 3
2 2 2 2
1. R 315211; 2. R 315100;
3. , 315161
RAPD ( 1) 4
5 , 9
RAPD 57 , 48
, 84.21%. 24 , 3
;5 0.2105~0.849 2, ,
; ; RAPD
1 R284.1 TA
: " [2] C )
20 2 P
27 ( b b “ ” b
), 23
B, , ( ) (
(F. cirrhosa) (F. thunbergii) ) ( )
(F. pallidiflora) (F. ussuriensis) ( L ,
(  )(F. hupehensis) 5 4 2007
L,
2 B
DNA (Random Amplified Polymorphic DNA, RAPD)
> 4 5
[6-9]
1 2007-11-27. : http://3xb.nbu.edu.cn
: 2006A610074 .
1984 . E-mail: happy20031209@yahoo.com.cn

* : 1963, , /

. E-mail: zhushihua@nbu.edu.cn



1 , 4 5 RAPD 45

50 10 bp ( ),
4 ( )
1 1 ,
RAPD
1.1 1.3
4 RAPD ,
, (F. anhuiensis) (F. thunbergii) ,
4 , 8 , 1 , 1, 0,
4 RAPD . Popgen3.2
1.2
1.2.1 DNA (genetic similarity) (genetic distance).
DNA DNA. PHILIP3.65
2 cm 1.5mL , Neighbor Joining , NJ
200uL  TPS (100 mmol Tris-HCI(pH 8.0)
10 mmol EDTA(pH 8.0) 1mol KCI), )
75 20 min 5 min
(12 000 rpm), , , 2.1 5 RAPD
10 min(12 000 rpm). , 200uL 70 50 ,
, 5 min(12 000 rpm). 70 , 9 (S301 S303 S304 S307 S311
30 uL ddH,0 , S313 S314 S338 S349) RAPD
4 . ( D 57 ,
1.2.2 PCR 48 , 84.21 (
PCR 25 uL, DNA 1 puL 1). 5~9
(100 ng), dNTP Mixture(2.5 mmol)1.5 uL, Tag(5 U-pL™) 4~7
0.3 uL, 10><PCR Buffer(Mg®" free) 2.5 uL, MgCl, 6~7
2.0 L, (10 umol-L™") 1 pL. 94 5~6
4 min, 94 45s, 37 60s, 72 22
2 min, 35 s 72 10 min. 8

1 23456 7 8 91011121314151617181920212223242526272829303132M

1500

PP 1 000

800

1 RAPD ( S307)



46

2009

—— % W

1 RAPD
Sant ik
i LB
S301  CTGGGCACGA 7 4 RN
$303  TGGCGCAGTG 5 5 oo :;' i
S304  CCGCTACCGA 7 7 -
$307  GAGCGAGGCT 6 7 ) NJ
$311  GGAGCCTCAG 6 5
$313  ACGGGAGCAA 5 4
S314  ACAGGTGCTG 6 6 3
$338  AGGGTCTGTG 9 6
$349  TGAGCCTCAC 6 5 300
57 48
2. , ,
4
0.757 5~0.902 3 , 2 1 RAPD s
4 4 ,
5 0.210 5~ ,
0.8492 , , 0.757 5~0.902 3.
2.3 , RAPD
PHILIP NJ (0.902 3), :
(2 . 4 ,
, 3
3 , 1 1
10000 07996 08640 07575 06898 07787 07053 03609
1.0000 09023 08315 07158 07607  0.8059 03184
10000 07895 07275 07544 07784 02105
10000 07524 07193 07430 03509
10000 07524 08757 04881
10000 08492 04211
10000 04423

1.0000




1 , 4 5 RAPD 47

19-25.

(4] , , ,
- ’ [7]. ,2007, 22(2):42-43.
’ ' (5] , ,
; ; [7]. , 2003, 38(6):415-
418.
[6] , , , . RAPD
1. ,2000, 23(1):13-16.
[7] , ) ,
’ 1. , 2000, 35(4):309-312.
’ (8] , , 8 RAPD (7.

, 2006, 28(10):1 258-1 259.

DNA 7], , 2007, 26(4):359-

[1] 1. 361
, 1993, 24:360-364. [10]
[2] . M]. [7]. , 1993, 16(6):4-7.
: , 1980. [11] , , ..
(3] ; ; . XI— . , 1991, 13(2):41-46.
1. , 1990, 21(1):

Specific RAPD Screening of Breeds in Fritillaria Thunbergii and

Genetic Diversity Analysis of Five Species of Fritillaria
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( 1.Faculty of Life Science and Biotechnology, Ningbo University, Ningbo 315211, China; 2.Yinzhou District Agriculture
Technique Service Station, Ningbo 315100, China; 3.Yinzhou District Fritillaria Research Institute, Ningbo 315161, China )

Abstract: Randomly amplified polymorphic DNA (RAPD) is used to study the genetic diversity of four F.
thunbergii varieties including addition of seeds, broad-leaf, narrow leaves (the breed has been identified as
countries on the 1st of Fritillaria thunbergii), lingxia and five fritillaria species including F. thunbergii, F.
cirrhosa, F. anhuiensis, F. thunbergii var. chekiangensis, F. pallidiflora. By prescreening, nine polymorphic
primers are selected for further RAPD amplification. The results clearly display 57 identified amplicons with 48
polymorphic bands accounting for 84.21% of all the bands. Among four F. thunbergii varieties, Fritillaria with
additional seeds differs from the other three varieties. The coefficient in Fritillaria species range from 0.210 5
0.849 2. F. thunbergii var. chekiangensis and F. thunbergii have close relationship while F. pallidiflora and other
fritillaria distances each other most. Screened molecular markers can be applied to identify different F.
thunbergii varieties and fritillaria species.
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