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The three dimensional structure of human 2-amino 3-carboxymuconate 6-semialdehyde Decarboxylase

vE
(hACMSD) was modeled and refined with homology modeling and molecular dynamics. And then, this b
model was assessed by Profile-3D and Procheck, which confirmed the refined model was reliable. The B F L
complex structures of the substrate or inhibitor with hACMSD were obtained and investigated through [ AW
ligand-receptor docking studies by means of Affinity. The binding pattern predicted by the Affinity PubMed
module reveals some important residues interacted with substrate or inhibitor, and provides a further .
refinement of the hACMSDY/ inhibitor binding interaction as a basis for new structure-based design Article by
efforts. Article by
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