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Molecular thermodynamic model for reverse micelles system and protein extraction 1:
Molecular thermodynamic model for reverse micelles system

Zhou Shiqi,Guo Siyuan

East ChinaUniv of Sci Tech., Dept Chem.Shanghai (200237)

Abstract A thermodynamic molecular model is presented by analyzing three effects related to the formation of reverse
micelles system comprehensively i.e. low interfacia tension effect, interfacial bending effect, mixing entropy effect, based
on thermodynamic analysis on the stability of reverse micelles system. The predicted changes in water content of reverse
micelles system with the variation of inorganic salt type and concentration, surfactant concentration and consurfactant
content are in accordance with the experimental law obtained quantitatively. The model can also predict electrostatic
potential value on the inside surface of the reverse micelles system and surfactant dissociation degree.
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