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分离分析技术在蛋白质组学研究中应用的新进展 
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摘要  蛋白质组学研究的核心技术之一是分离分析方法。该综述重点评述了分离分析技术在蛋白质组学研究,即
在蛋白质组表达谱构建、翻译后修饰蛋白质组研究、蛋白质复合体和相互作用研究、蛋白质组定量研究中应用的
新进展,介绍了各种分离分析方法的优点、应用范围和有待解决的问题。引用文献89篇。 
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Advances of separation and analytical techniques in proteomic studies
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  Abstract
  The separation and analytical technique is one of the core technologies in proteomic studies. The advances in the 
applications of separation and analytical techniques in proteomic studies on protein expression profiling, protein 
modification profiling, protein complex and interaction network as well as proteome quantitation are reviewed, and 89 
references are cited.
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